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Occurrence of Bacterial Fruit Rot of Japanese Pear Caused by Erwinia chrysanthemi :
Infection via the Feeding Holes of Plautia stali

KARATSU Tatsuhiko, TONOGOUCHI Hisako, OKAZAKI Hitoshi and HORITA Mitsuo

Abstract: In August 2014, severe fruit rot of the Japanese pears “Hosui” and “Shinko” was found in a pear orchard using the
non-bagging method in Yamaguchi prefecture. Many bacterial colonies with the same morphology were isolated from the
diseased tissue, and wound-inoculation with the isolate induced the original sign of disease. Since many individuals of Plautia
stali, a type of fruit-piercing stink bug, were observed in the diseased orchard, it was suspected that the bugs were responsible for
the disease. The rot sign was replicated by releasing the stink bugs and spraying the bacterial suspension on the fruit. Therefore,
it was suggested that the bacteria invaded the fruit through the feeding holes made by the stink bugs. Based on inoculation test
results on pear fruit and branches, investigation of bacteriological properties, PCR assays, and phylogenetic analysis based on
16S ribosomal RNA gene sequences, the bacterium was identified as Erwinia chrysanthemi, which is known as the pathogen
responsible for Erwinia rusty canker of the Japanese pear tree.
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